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DMR: Differentially methylated region with coef=TreatmentCORT, adj.pval<0.05.
DhMR: Differentially hydroxymethylated region with coef=TreatmentCORT, adj.pval<0.05
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Summary

- We were able to identify changes both 5mC and 5hmC in mou
regions (DMRs, DhMRs).

se sperm using Oxford Nanopore sequencing and find differentially methylated and hydroxy-methylated

- Four weeks CORT supplementation in mouse produces methylation and hydromethylation changes in sperm of exposed mice (FO) and their unexposed male offspring

(F1), being the effect on 5mC larger than in 5hmC.

- Corticoid receptor methylation is affected by corticosterone supplementation.

- CORT treatment leads to changes in sperm Imprinting Control Regions (ICRs)in FO and F1, marked by increased methylation and decreased hydroxymethylation.

- Changes in sperm ICR methylation translate to changes in offspring gene expression.
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