Exploring the potential of adaptive sampling for
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Adaptive sampling has the potential to replace more time-consuming protocols for Plasmodium WGS

Whole-genome sequencing (WGS) of Plasmodium parasites from human blood currently requires time-consuming lab procedures to
filter out human DNA or enrich Plasmodium DNA. We investigated the potential of adaptive sampling to enrich for Plasmodium DNA
while sequencing unenriched blood samples on a minlON device.
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