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75 patients were recruited at the University Dental Hospital Sharjah, United Arab Emirates
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Sharjah, United Arab Emirates
 Methods are summarized in
figure 1.
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Figure 2 : Heatmap showing the distribution of
different species (relative abundance > 0.1%) grouped by BMI and periodontal condition.
Conclusions

- |dentification of key pathogens altered in obesity and periodontal disease can help in the discovery of potential bacterial biomarkers, that can be targeted
during therapy or used to monitor the response to therapy.

« With the use of the portable sequencer (MinlON), as done in this study, it is possible to incorporate microbiota screening as part of the investigations for
assessment of oral and systemic health.

* This study highlights the immense importance of oral microbiome, and the need for lifestyle and dental interventions to resolve oral dysbiosis and restore
normal homeostasis.
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